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A b b r e v i a t i o n  ke y  

 

BRC Biological Resource Centre 

DNA                Deoxyribonucleic acid 

EMBL              European Molecular Biology Laboratory 

FTA                 Fast technology for analysis of nucleic acids 

JRA                 Joint research activity 

mRNA             Messenger ribonucleic acid 

PCR                Polymerase Chain Reaction 

rRNA               Ribosomal ribonucleic acid 

RT                   Room Temperature 
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1  B a c k g ro u n d  a n d  O b j e c t i v es  

Due to growing demand to the Culture Collections for purified genomic DNA from laboratories that 

are lacking skills in microbiology and/or molecular biology or lacking the necessary installations for 

strains manipulation, the creation of a European DNA Bank is a justified need. Thus, the aim of 

task JRA1.2 was to establish such a European microbial DNA Bank Network accessible via a 

central Web portal, in order to unify DNA bank material and databases of partners and to provide 

DNA samples of complementary collections. The European DNA bank provides both genomic DNA 

and individual genes cloned in expression plasmids or in general transfer vectors and covers 

(Bacteria, Archaea, fungi, yeast and protists, gDNA and cDNA libraries). 

The network is intended to enhance taxonomic, systematic, genetic, conservation and evolutionary 

studies, and for uses in the validation, verification and authentication of techniques or procedures. 

Moreover, it is proposed as a tool for encouraging scientists to deposit into the European microbial 

DNA Bank samples of the genomic or plasmid DNA from which sequence information was 

previously deposited in international databases as Genbank and EMBL, in order to create added 

value through cooperation and cumulative characterization of data. 

Focus is being placed on DNA subjected to gene sequence or complete genome analysis but also 

to samples from reference strains and other material of economic value, even on DNA derived from 

organisms that are fastidious or preservation recalcitrant, or from strains for which supply as viable 

cells is subjected to legal or administrative restrictions (like class III pathogens). Cloned into 

plasmids, important genes of those pathogens become easily accessible. 

The development of the European microbial DNA Bank Network accessible via a central Web 

portal required two levels of work: 

- First Level: Based on the harmonization and characterization of extraction, quality control 

and storage DNA protocols to optimize the highly elaborated process of DNA banking. 

- Second Level: Based on the creation of a complete database to be included in the Web 

portal. 
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2  P ro c ed u r es  

The following work flow schematizes the principal steps and the control points needed in the DNA 

Bank generation process. 

 

 

2.1 Documentation 

Using the same template, each partner has documented the procedures applied in the different 

steps: 

1. Extraction of genomic DNA and plasmid DNA 

2. Quality control 

3. Conservation method 

Some of them are attached to this report to serve as example and the whole set has been up-

loaded to the collaborative platform. 

Fresh Culture 

Frozen at -20ºC or  -80ºC 

DDNNAA  eexxttrraaccttiioonn  

DNA 

SSttoorraaggee  
QQuuaalliittyy  CCoonnttrrooll  

PPoosstt--ssttoorraaggee  QQuuaalliittyy  CCoonnttrrooll  

Biomass 

RT (Qiasafe, Gentegra, Whatman 

FTA…) 

•Purity 

•Quantification 

•Degradation 

•Authenticity 

(Gel electrophoresis, A280/260 ratio, 
PCR amplification, 16S rRNA, …) 

•Purity 

•Degradation 

(Gel electrophoresis, PCR amplification, 16S rRNA, …) 

website 

methods 

methods 

Documentation 
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3  C e n t ra l  w e b  p o r t a l  

A web portal for The European microbial DNA Bank has been designed in-house. It is a user 

friendly site with valuable information on: 

- Welcome, News and tools are displayed at the home page. 

- Procedures: A list of pdf files about genomic and plasmid DNA extraction, quality control 

and storage procedures applied by each partner, as mentioned above. 

- Availability: Lists of DNA holdings available for each partner. 

- Order DNA: gives information on how to proceed to place an order. 

Currently it is being evaluated by the partners. Once finalised it will be announced to users and 

stakeholders and linked (back and forward) to EMbaRC and partner’s web sites. Snapshots are 

included in the annex. 

C o n c l u s i o n  

This is the very first time a web site has been developed to integrate information about DNA banks 

from such a large number of European microbial Culture Collections. Initiatives existed had either a 

narrower geographical distribution (Gemeinholzer et al., 2011) or a different scope. An effort has 

been made to meet the user’s needs and although it is clear that there is room for many 

improvements, this task can be considered a major innovative achievement in Biological 

Resourcing for the microbial domain. 

Re fe r e n c es  
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A n n exes  
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S i g n i f i c a n c e  o f  t h i s  d e l i v e ra b l e  

 

Direct accessibility via this new web portal to microbial DNA resources and 

associated protocols provided by expert BRCs is of high added value for 

users and fits their growing needs in genomics. 
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